Prevalence of Chlamydia psittaci in the feral pigeon population of Basel, Switzerland.
Feral pigeons (Columba livia) are commonly infected with Chlamydia psittaci, the agent of psittacosis in humans. To assess the risk of zoonosis posed by feral pigeons in the urban environment, we determined the prevalence of Chlamydia psittaci by detection of the outer-membrane protein A (ompA) gene of this pathogen in pharyngeal and cloacal samples of 202 feral pigeons present in a loft in Basel, Switzerland. Additionally, we examined 620 fresh faecal droppings of feral pigeons at six public sites in Basel. The ompA gene of C. psittaci could be detected in only 17 (8.4 %) of the 202 feral pigeons in the loft. C. psittaci DNA was present in nine (2.0 %) of 447 of the pharyngeal swabs and 11 (3.2 %) of the 348 cloacal swabs. Genotyping of the ompA gene revealed genotype B in seven of the birds. In one bird, a mixed infection was detected with the genotypes A, B and E/B, which, to our knowledge is the first time such an infection has been reported. Some of these birds immigrated into the loft as adults. To our knowledge, this is the first study to document how the interconnectedness between feral pigeon subpopulations favours the spread of C. psittaci. C. psittaci DNA was not detected in any of the faecal droppings collected at the six public areas. In spite of the low levels of C. psittaci shedding by feral pigeons in Basel, close contact to feral pigeons bears the risk of zoonotic transmission of C. psittaci. Feral pigeon management programmes and public education should be implemented to reduce the risk of a pigeon-to-human transmission of such pathogenic agents.